
Using the CNDDB layer in the BIOS “CNDDB / Spotted Owl Viewer” 
(May, 2006) 

 
The CNDDB / Spotted Owl Viewer is another option for accessing the CNDDB information 
available in RareFind.  With the viewer you can view data spatially, create labels, and print 
maps without the need to have GIS software installed on your computer.  More complex 
spatial analysis and data manipulation will still require the use of a full GIS in conjunction 
with RareFind. 
 
The viewer also allows the user to use the spotted owl data layer and other available BIOS 
layers in conjunction with the CNDDB data layer. 
 
More information about the tools on the tool bar is available with the “Help” tool (1). 
 
The CNDDB / Spotted owl viewer comes with these layers already added (2).  The “Add 
BIOS layers” button (3) can be used to add other BIOS data layers, such as designated 
critical habitats, vegetation and other animal information. 
 

 

3 1 

2 

 
 
 
 
 
 
 
 
 
 
 



Displaying layers: Click the checkbox of each layer that you want displayed (4), then click 
on “Refresh Map” (5) to draw. 
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Making a layer active: Click on the name of a layer to make it the “Active Layer” (6).  The 
active layer will become highlighted in blue.  Only one layer at a time can be active.  Once 
you’ve selected an Active Layer, additional tools on the tool bar may become available (7).   
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Zooming: Click the zoom-in tool (8), then draw a box around your area of interest (hold 
down the left mouse button to anchor one corner of the box, move the mouse diagonally to 
enlarge the box, and release the mouse button to complete the box) (9).  
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The map will redraw to the area of the box.  As you zoom in more topographic features 
become visible.  The current map scale is shown in the upper left hand corner (10). 
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Setting the scale: You can set the scale by typing it in and then clicking “Set Scale” (11).  
When the scale is below 1:100,000 the scientific name of the element mapped is shown.  
The scale here is 1:99,999; the smallest scale at which the scientific name is visible. 
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Identifying things in the active layer: Use the “Identify” tool (12) to get additional 
information about a single occurrence by activating (clicking) the tool and then clicking the 
feature of interest (layer must be Active Layer).  In this case, the information at the bottom of 
the screen is for the Swainson’s hawk (Buteo swainsoni) located at site 13. 
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Selecting features by attribute: You can also select features based upon attributes using 
the “Query” tool (14).  When you click this tool the following window opens (below): 
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Double click on 
and scroll to, an
match the listed
“Execute Query
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one of the options in “Fields” (15).  Choose (single click) an operator (16), 
d double click or type in, a value (17).  Note: typed values must exactly 
 values.  In this case I selected Plethodon elongatus.  Finally, click the 
” button (18). 



Selected Features: All of the selected features are highlighted in yellow.  Note: the viewer 
will not automatically zoom to the area of the features selected.  A limited amount of text 
data on each occurrence in displayed at the bottom of the screen.  For easier viewing of the 
text data, the “Expand” button (19) will open a new, larger window with all of the text 
information shown at the bottom of the screen. 
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Selecting features graphically: If you want information on a group of occurrences, you can 
use the “Graphically select features from the active layer” tool (20) to draw a box around the 
occurrences, (same technique as drawing a box with the zoom tool).  Any occurrence that 
the box touches will be included; the box does not have to completely enclose the 
occurrence. 
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Reports: At this point, when you click on the “Increased functionality” tool (light bulb), the 
below window opens.  From here you can choose to create reports from BIOS, or you can 
export this data set to RareFind.  If you click on “#1: Occurrence by EONDX” (21), the 
following window will open. 
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You’ll then get this File Download window. If you click “Open”, the PDF report is opened 
(see below).  You can also save the reports to a file on your computer. 
 

 
 
 



 
 
This report option is still under development.  We will be making improvements to it, and 
eventually adding other report formats. 
 
Export BIOS Selection to RareFind: Another report option is to export your selected 
occurrences to RareFind (22) and use RareFind as the report writer since RareFind has 
more report options. 
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The default export option of DBF (23) is the correct one; click “Export” (24).   
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Next click “Save”.  If you click “Open” it will open the .DBF file in an Excel spreadsheet. 
 

 
 
I have created a new folder on my “C” drive just for BIOS exports.  Name your selection and 
click “Save” (25) 
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Next, open the RareFind program.  Click the “Import” tab (26).  Click the “File…” button (27). 
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Navigate to the folder for BIOS exports.  Select the file you want and click “Select” (2
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Be sure the correct file is shown in the “File…” window (29).  Click “Run” (30).  You will get a 
message when the selection procedure is completed.  From this point, the usual RareFind 
report options are available. 
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Click on the “Reports” tab (31), click on a report option (32), then click “Run” (33).   
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Export RareFind Selection to BIOS: So far we have shown how to make selections using 
the CNDDB application in the BIOS viewer and then export the result to RareFind.  You can 
also make a selection in RareFind (RareFind has more extensive selection tools than BIOS, 
specific to the CNDDB) and export the result to the BIOS viewer to view on a map.  The 
map can then be printed, emailed or saved to a file. 
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I have made a selection in RareFind for all Federal or State listed species in San Mateo 
County.  RareFind found 30 elements and 194 occurrences (34) (Feb 2006 RareFind). 
 
 
 



Now click on the “Export” tab (35).  The default file type of “Database Table (Export to GIS)” 
is the option you want (36).  Click on the “File…” button (37).  The default path for exports 
from RareFind is shown in the window.  The default name for the selected set is always 
“Export.DBF”; Rename your selection.  I renamed this selection “BIOS_tutorial.DBF”.  Click 
“Run” (38) 
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Now go to BIOS and click on the “Extended functionality” tool (light bulb) (39). 
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Click on “Browse” (40) and the following window opens: 
 

 

41

 
Select your file and click “Open” (41).  The following window will open: 
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The whole path of the file you selected shows in the window.  Click the “Upload” button (42). 
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The table at the bottom of the screen gives some text information for the selected 
occurrences. The map zooms to the correct area and shows the selected occurrences in 
yellow.  You can print this map by clicking on the print tool (43).  You will be prompted to set 
the printer to “landscape”, and you will have the opportunity to give the map a title.  The 
map can be saved, emailed, or printed. 
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There are two versions of RareFind.  A government version with all of the information 
contained in the CNDDB, and a commercial version with the exact locations of some 
sensitive records suppressed.  The fourth layer in the CNDDB / Spotted Owl Viewer 
(CNDDB - Sensitive Occurrences by Quad) shows all of the USGS topographic quad maps 
that contain suppressed records.  You can use the “Identify” tool (44) to generate a list of 
the sensitive occurrences on that quad.  In this example the quad was Calaveras Dome 
(45).  Note: this layer must be made the Active Layer in order for the tools to work. 
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You can also use the “Graphically select features from the active layer” tool (46) to select 
one or more quads.  The density of the yellow highlight is an indication of the number of 
sensitive occurrences on that quad.  If you click on the “Extended functionality” tool (47) the 
following window will open: 
 

 
 
Click on “#1: Occurrence by EONDX” to generate BIOS text reports: 
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If you click on the “Export Selected Attributes to RareFind” option and you have the 
government version of RareFind, you will see the complete report.  Note, that the report is 
marked “sensitive” (48). 
 


